Supporting information for Y okobayashi et al. (2002) Proc. Natl. Acad. Sci. USA,
10.1073/pnas.252535999.

Annotated sequence data (GenBank format) for pINV-110 and pINV-107b. Files are

available on request.

LOCUS pl NV- 110
FEATURES
rep_origin

t erm nat or
CDS

pr onot er

- 35_si gnal

m sc_bi ndi ng

-10_si gnal

pr onot er
-10_si gnal
- 35_si gnal

CDS

RBS

RBS

term nat or

4887 bp DNA circul ar
Location/ Qualifiers
3171..3733
[vntifkey="33"

/| abel =p15A\ ori

conpl enent (3827..3932)
[vntifkey="43"

/I abel =TO\ Term

conpl enent (3957. . 4751)
[vntifkey="4"

/1 abel =Kan(r)

1233.. 1316
[vntifkey="30"

/| abel =P( LAC)

/ note="1ac pronoter"
1281..1286
[vntifkey="48"

/| abel =- 35\ regi on
/note="-35 region for GFP(LVA)"
1246. . 1267
[vntifkey="20"

/| abel =CAP\ bs

/ not e=" CAP bi nding site"
1305. . 1310
[vntifkey="47"

/| abel =- 10\ r egi on

/ note="-10 regi on”
conpl enent (1128..1183)
[vntifkey="30"

/1 abel =P(1 acl q)

conpl enent (1137..1142)
lvntifkey="47"

/1 abel =-10\r egi on
conpl enent (1160. . 1165)
[vntifkey="48"

/| abel =- 35\ regi on
conpl enent (19..1101)
[vntifkey="4"

/| abel =l ac

1385..2098
/vntifkey="4"

/| abel =cl

/note="cl from pPW21"
1367.. 1375
[vntifkey="32"

/I abel =RBSI |
2174..2893
[vntifkey="4"

/| abel =ECFP

/ not e=" ECFP"
2156. . 2164
[vntifkey="32"

/| abel =RBSI |
/note="RBSI | "
2913..3017
[vntifkey="43"

/| abel =T1\ Term



BASE COUNT
ORIG N

1

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961
1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
1621
1681
1741
1801
1861
1921
1981
2041
2101
2161
2221
2281
2341
2401
2461
2521
2581
2641
2701
2761
2821
2881
2941
3001
3061
3121
3181
3241
3301
3361
3421
3481
3541
3601
3661
3721

1186 a

gacgtcattg
cat t aat gaa
ttttettttce
gagtt gcagc
ggt t gacggc
at ccgcacca
at cgttggca
tt gaaaaccg
gcgagt gaga
gcccgcet aac
cgt accgt ct
aaat aacgcc
cggat agtta
acaggcttcg
ggcgcgagat
ggcaacgcca
gt aat t cagc
ggcctggttc
gt at aacgt t
tgccat accg
gacaggtttc
act catt agg
gt gagcggat
aagcat gagc
t aaagcaat t
caagat gggg
tgcttat aac
ttcaatcgcc
aagt gagt at
tagaaccttt
ttctgcattc
aagctttcct
tttctgcata
cggt caggt g
ttgttccgtt
ggcaaggt gt
ggagaaatta
ggt cgagcet g
cgat gccacc
gccct ggeece
cgaccacat g
gcgcaccatc
gggcgacacc
cat cct gggg
caagcagaag
cgt gcagcetc
gcccgacaac
cgat cacat g
gct gt acaag
aaagact ggg
aat ccgccgce
tcggtcgttc
gat gccagga
ggct ccgeece
cgacaggact
ttcctgectt
cgcct gacac
cccgtt cagt
agacat gcaa
gaagt cat gc
aagccagtta
caaggcggt t
agatcatctt

1365

cgttgcgetce
t cggccaacg
accagt gaga
aagcggt cca
gggat at aac
acgcgcagcec
accagcat cg
gacat ggcac
tatttatgcc
agcgcgattt
t cat gggaga
ggaacatt ag
at gat cagcc
acgccgcttc
ttaat cgccg
at cagcaacg
tccgcecat cg
accacgcggg
actggtttca
cgaaaggttt
ccgact ggaa
caccccaggc
aacaat ggat
acaaaaaaga
t at gaaaaaa
at ggggcagt
gccgcat tge
agagagat ct
gagt accctg
accaaaggtg
t ggct t gagg
gacggaat gt
gccagacttg
tttttacaac

gt ggggaaag
tct ggt cggc
agcat ggt ga
gacggcgacg
tacggcaagc
accctcgtga
aagcagcacg
ttcttcaagg
ct ggt gaacc
cacaagct gg
aacggcat ca
gccgaccact
cact acct ga
gt cct gct gg
t aat cggccg
cctttegttt
cctagaccta
gact gcggcg
agat acttaa
ccct gacaag
at aaagat ac
tcggtttacc
tcagttccgg
ccgaccgct g
aagcaccact
gccggtt aag
cctcggttca
ttttegtttt
att aat caga

c 1291 ¢

act gcccgct
cgcggggaga
cgggcaacag
cgctggtttg
at gagctgtc
cggact cggt
cagt gggaac
t ccagt cgce
agccagccag
gct ggt gacc
aaat aat act
t gcaggcagc
cact gacgcg
gttctaccat
cgacaatttg
actgtttgcc
ccgcettccac
aaacggtctg
cat t caccac
tgcaccattc
agcgggcagt
tttacacttt
aacaatttca
aaccatt aac
agaaaaat ga
caggcgt t gg
tt gcaaaaat
acgagat gt a
ttttttctca
at gcggagag
tt gaaggt aa
taattctcgt
ggggt gat ga
cact aaaccc
ttatcgctag
gcat agct ga
gcaagggcga
t aaacggcca
t gaccct gaa
ccaccct gac
acttcttcaa
acgacggcaa
gcat cgagct
agt acaact a
aggccaactt
accagcagaa
gcacccagtc
agt t cgt gac
tct cgagt ag
tatctgttgt
gggoat at at
agcggaaat g
cagggaagt g
cat cacgaaa
caggcgtttc
ggtgtcattc
gt aggcagt t
cgccttatcc
ggcagcagcc
gct aaact ga
aagagt t ggt
cagagcaaga
taaaatatta

ttccagtcgg
ggcggt ttgc
ctgattgccc
ccccagcagg
ttcggtatcg
aat ggcgegce
gat gccct ca
ttccegttce
acgcagacgc
caat gcgacc
gt t gat gggt
ttccacagca
ttgcgcgaga
cgacaccacc
cgacggcgeg
cgccagtt gt
tttttcccge
at aagagaca
cctgaattga
gat ggt gt ca
gagcgcaacg
atgcttccgg
cacaggggt a
acaagagcag
acttggctta
tgctttattt
tctcaaagtt
t gaagcggt t
tgttcaggca
at gggt aagc
ttccat gacc
t gaccct gag
gtttaccttc
acagt accca
t cagt ggcct
taacaattgg
ggagctgttc
caagttcagc
gttcatctgc
ctggggegt g
gtccgccatg
ct acaagacc
gaagggcat c
cat cagccac
caagat ccgc
cacccccatc
cgccct gage
cgccgecggg
aggcat caaa
ttgtcggtga
tccgettccet
gcttacgaac
agagggccgce
tctgacgctc
cccct ggcgg
cgctgttatg
cgct ccaagce
ggtaactatc
actggt aatt
aaggacaagt
agct cagaga
gattacgcgc
ctagatttca

1045 t

gaaacctgtc
gt at t gggcg
ttcaccgect
cgaaaat cct
tcgtatccca
attgcgccca
ttcagcattt
gct at cggct
gccgagacag
agat gct cca
gt ct ggt cag
at ggcat cct
agat t gt gca
acgct ggcac
t gcagggcca
t gt gccacgc
gttttcgcag
ccggcat act
ctctcttceg
acgtaatcta
caat t aat gt
ctcgtatgtt
ccaatt aaag
ctt gaggacg
t cccaggaat
aat ggcat ca
agcgt t gaag
agt at gcagc
gggat gt t ct
acaaccaaaa
gcaccaacag
caggctgttg
aagaaact ga
at gat cccat
gaagagacgt
t acct agaat
accggggt gg
gt gt ccggeg
accaccggca
cagtgcttca
cccgaaggct
cgcgccgagg
gact t caagg
aacgtctata
cacaacat cg
ggcgacggec
aaagacccca
at cactctcg
t aaaacgaaa
acgct ct cct
cgct cact ga
ggggcggaga
ggcaaagccg
aaat cagt gg
ctccectegtg
gcecgegtttg
t ggact gt at
gtcttgagtc
gatttagagg
tttggt gact
accttcgaaa
agaccaaaac
gtgcaattta

gt gccagctg
ccagggt ggt
ggccct gaga
gttt gat ggt
ct accgagat
gcgcecatctg
gcatggtttg
gaatttgatt
aact t aat gg
cgcccagt cg
agacat caag
ggt cat ccag
ccgeegettt
ccagttgatc
gact ggaggt
ggt t gggaat
aaacgt ggct
ctgcgacatc
ggcgct at ca
gagct agcac
gagttagctc
gt gt ggaat t
aggagaaat t
cacgt cgcct
ct gt cgcaga
atgcattaaa
aattcagccc
cgtcacttag
cacct gagct
aagccagt ga
gct ccaagcc
agcccgggga
t cagggat ag
gcaat gagag
ttggctgatc
tgcttaaaga
tgcccatcct
agggcgaggg
agct gccegt
gccgct accc
acgt ccagga
tgaagttcga
aggacggcaa
tcaccgccga
aggacggcag
ccgt gct get
acgagaagcg
gcat ggacga
ggct cagt cg
gagt aggaca
ctcgctacge
tttcctggaa
tttttccata
t ggcgaaacc
cgctctcctg
tctcattcca
gcacgaaccc
caacccggaa
agttagtctt
gcgctcctcc
aaccgccctg
gat ct caaga
tctcttcaaa



3781
3841
3901
3961
4021
4081
4141
4201
4261
4321
4381
4441
4501
4561
4621
4681
4741
4801
4861
I

LOCUS
FEATURES
RBS

m sc_

m sc_

RBS

t gt agcacct
aat aaaaaac
cattactgga
aagaact cgt
t aaagcacga
gccaacgct a
gaaaagcggc
agat cct cgc
ccct gat get
gctcgcet cga
t gcagccgcece
gacaggagat
acaacgt cga
gcctcgt cct
cgcccect geg
cagt cat agc
tgttcaatca
cat cagat cc

ccagagggcg

pl NV- 107b

feature

feature

pr onot er

gaagt cagcc
gceccggegge
tctat caaca
caagaaggcg
ggaagcggt ¢
tgtcctgata
cattttccac
cgt cgggcat
cttcgtccag
tgcgat gttt
gcattgcatc
cctgcccegg
gcacagct gc
gcagttcatt
ct gacagccg
cgaat agcct
t gcgaaacga
ttggcggcaa
ccccagct gg

3759 bp

ccat acgata
aaccgagcgt
ggagt ccaag
at agaaggcg
agcccattcg
gcggt ccgece
catgatattc
gcgcgecttg
at cat cctga
cgct t ggt gg
agccatgatg
cacttcgccc
gcaaggaacg
cagggcaccg
gaacacggcg
ct ccacccaa
tcctcatcct
gaaagccatc
caattcc

DNA

Location/ Qualifiers

1263. . 1267

[vntifkey="

32"

/| abel =SD_SEQ

/ not e="
1369. . 1525
[vntifkey="

21"

/'l abel =H_Y_EFF

/ not e="

H strand Y effector

taagttgtta
t ct gaacaaa
cgagct ct cg
at gcgcet geg
ccgccaagct
acacccagcc
ggcaagcagg
agcct ggecga
t cgacaagac
t cgaat ggge
gatactttct
aat agcagcc
ccegt cgt gg
gacaggt cgg
gcat cagagc
gcggecggag
gt ctctt gat
cagtttactt

circul ar

Shi ne- Dal garno sequence "

conpl enent (1709. . 1772)

[vntifkey="

21"

/'l abel =L_Y_EFF

/ not e="

L-strand Y effector

conpl enent (3519. . 3523)

/[vntifkey="

32"

/| abel =SD_SEQ

/ not e="

Shi ne- Dal garno sequence "

conpl enent (3546. . 3552)

[vntifkey="

30"

/| abel =P3_P

/ not e="
1273. . 1464

/[vntifkey="

pronmoter P3 "

4"

rep_origin

CDS

RBS

- 35_signal

- 35_signal

/| abel =ROP

conpl enent (2651. . 3514)
[vntifkey="4"

/'l abel =AP(R)

/note=" E-286 "
1865. . 2503
[vntifkey="33"

/'l abel =Col E1\ ORI
33..752

/vntifkey="4"

/| abel =EYFP

15..23

[vntifkey="32"

/| abel =RBSI |
3720..3725
/vntifkey="48"

/'l abel =- 35\ P(R)

conpl enent (3702. . 3707)

ctagtgcttg
t ccagat gga
aaccccagag
aat cgggagc
cttcagcaat
ggccacagtc
catcgccatg
acagttcggc
cggcttccat
aggt agccgg
cggcaggagc
agtcccttcc
ccagccacga
tcttgacaaa
agccgat t gt
aacctgcgtg
cagat cttga
tgcagggcett

site "

site "

gattctcacc
gt tct gaggt
tcccgetcag
ggcgat accg
at cacgggt a
gat gaat cca
ggt cacgacg
t ggcgcgage
ccgagt acgt
at caagcgt a
aaggt gagat
cgcttcagtg
tagccgegcet
aagaaccggg
ctgttgtgec
caat ccat ct
tccecctgege
cccaacctta



protein_bind

pr ot ei n_bi nd

-10_si gnal

pr onot er

BASE COUNT

ORIG N

1

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961
1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
1621
1681
1741
1801
1861
1921
1981
2041
2101
2161
2221
2281
2341
2401
2461
2521
2581
2641
2701
2761
2821
2881

927 a

ctaggaattc

ccggggt ggt
t gt ccggcga
ccaccggcaa
agt gcttcgce
ccgaaggct a
gcgecgaggt
act t caagga
acgt ct at at
acaacat cga
gcgacggccc
aagaccccaa
t cact ct cgg
gat t cgggca
acccggct ag
cgaacgt gaa
ttcggtttce
ttccggat ct
acgaagcgct
agttgtttac
gt gagcat cc
acggaggcat
agccagacat
at ct gt gaat
ggt gat gacg
t aagcggat g
cggggcgeag
cggcat caga
gcgt aaggag
gct cggt cgt
ccacagaat c
ggaaccgt aa
at cacaaaaa
aggcgtttcc
gatacctgtc
ggt at ct cag
ttcagcccga
acgacttatc
gcggt gct ac
ttggtatctg
ccggcaaaca
gcagaaaaaa
ggaacgaaaa
agatcctttt
ggt ct gacag
gttcat ccat
cat ct ggccc
cagcaat aaa
cctccatcca

[vntifkey="

48"

/1 abel =- 35\ P(RM)

3706..3722

[vntifkey="

31"

/1 abel =cl\ OR2

3730. . 3746

[vntifkey="

31"

/1 abel =cl\ OR1L

3743..3748

[vntifkey="

47"

/1 abel =- 10\ P(R)

3699. . 3758

[vntifkey="
/| abel =Lanbda\ P(R- O12)
c 963 ¢

1023

aatt aaagag
gcccatcctg
gggcgaggge
gctgecegtg
ccgctacccc
cgt ccaggag
gaagt t cgag
ggacggcaac
cat ggccgac
ggacggcagc
cgtgctgetg
cgagaagcgc
cat ggacgag
gegttgggtc
gct ggcgggg
gcgactgctg
gtgtttcgta
gcat cgcagg
ggcat t gacc
cct cacaacg
tctctegttt
cagt gaccaa
taacgcttct
cgcttcacga
gt gaaaacct
ccgggagcag
ccat gaccca
gcagattgta
aaaat accgc
t cggct gcgg
aggggat aac
aaaggccgceg
t cgacgct ca
ccct ggaagce
cgcctttcetce
ttcggt gt ag
ccgct gcgece
gccact ggca
agagttcttg
cgctctgetg
aaccaccgct
aggat ct caa
ctcacgttaa
aaat t aaaaa
ttaccaat gc
agttgcctga
cagt gct gca
ccagccagcc
gt ctatt aat

30"

gagaaatt aa
gt cgagct gg
gat gccacct
ccct ggceca
gaccacat ga
cgcaccat ct
ggcgacaccc
at cct ggggc
aagcagaaga
gt gcagct cg
cccgacaacc
gat cacat gg
ct gt acaagt
ct ggccacgg
ttgccttact
ct gcaaaacg
aagt ct ggaa
at gct gct gg
ctgagtgatt
ttccagt aac
catcggtatc
acaggaaaaa
ggagaaactc
ccacgct gat
ctgacacatg
acaagcccgt
gt cacgt agc
ct gagagt gc
at caggcgct
cgagcggt at
gcaggaaaga
ttgctggegt
agt cagaggt
tccctegtge
ccttcgggaa
gtcgttcget
ttatccggta
gcagccactg
aagt ggt ggc
aagccagtta
ggt agcgat g
gaagatcctt
gggattttgg
tgaagtttta
ttaatcagtg
ctccecgtcg
at gat accgc
ggaagggccg
tgttgccggy

gcat ggt gag
acggcgacgt
acggcaagct
ccctcgt gac
agcagcacga
tcttcaagga
t ggt gaaccg
acaagct gga
acggcat caa
ccgaccacta
act acct gag
tcctgctgga
aaagcggccg
gt gcgcat ga
ggt t agcaga
tct gcgacct
acgcggaagt
ctaccctgtg
tttctctggt
cgggcat gt t
attaccccca
accgccctta
aacgagct gg
gagctttacc
cagct cccgg
cagggcgcgt
gat agcggag
accat at gcg
cttcecgettce
cagct cactc
acat gt gagc
ttttccatag
ggcgaaaccc
gctctcct gt
gcgt ggcgcet
ccaagct ggg
act at cgt ct
gt aacaggat
ct aact acgg
ccttcggaaa
gtttttttgt
tgatcttttc
tcatgagatt
aatcaatcta
aggcacct at
t gt agat aac
gagacccacg
agcgcagaag
aagct agagt

846 t

caagggcgag
aaacggccac
gaccct gaag
caccttcggc
cttcttcaag
cgacggcaac
catcgagctg
gt acaact ac
ggtgaacttc
ccagcagaac
ctaccagt cc
gttcgtgacc
cgact ct aga
tcgtgctcct
at gaat cacc
gagcaacaac
cagcgcecctg
gaacacct ac
cccgecgceat
cat cat cagt
t gaacagaaa
acat ggcccg
acgcggat ga
gcagct gcct
agacggt cac
cagcgggt gt
t gt at act gg
gt gt gaaat a
ctcgct cact
aaaggcggt a
aaaaggccag
gctccgececc
gacaggact a
tccgaccctg
ttctcatagc
ctgtgtgcac
t gagt ccaac
t agcagagcg
ct acact aga
aagagt t ggt
tt gcaagcag
tacggggt ct
at caaaaagg
aagt at at at
ct cagcgatc
t acgat acgg
ct caccggct
tggtcctgca
aagt agttcg

gagctgttca
aagt t cagcg
ttcatctgca
tacggcct gc
tccgcecat gc
tacaagaccc
aagggcat cg
aacagccaca
aagat ccgcc
acccccat cg
gccct gagea
gccgecggga
attcttagct
gt cgt t gagg
gat acgcgag
atgaatggtc
caccattatg
atctgtatta
ccat accgcc
aacccgtatc
tccececttac
ctttatcaga
acaggcagac
cgcgegtttc
agcttgtctg
t ggcgggt gt
cttaactatg
ccgcacagat
gact cgct gc
at acggt t at
caaaaggcca
cct gacgagc
t aaagat acc
ccgcttaccg
tcacgctgta
gaaccccccg
ccggt aagac
aggt at gt ag
aggacagt at
agct ctt gat
cagattacgc
gacgct cagt
atcttcacct
gagt aaact t
tgtctatttc
gagggcttac
ccagattt at
actttatccg
ccagttaata



I

2941
3001
3061
3121
3181
3241
3301
3361
3421
3481
3541
3601
3661
3721

gtttgcgcaa
tggcttcatt
gcaaaaaagc
tgttatcact
gatgcttttc
gaccgagttg
t aaaagt gct
tgttgagatc
ctttcaccag
t aagggcgac
tttatcaggg
aaat agggagt
gt caacgt aa
tgactatttt

cgttgttgee
cagct ccggt
ggttagctcc
catggttatg
t gt gact ggt
ctcttgcecg
catcattgga
cagttcgatg
cgtttctggg
acggaaat gt
ttattgtctc
tccgcgcaca
tct agagct a
acct ct ggcg

attgct gcag
t cccaacgat
ttcggtcctc
gcagcact gc
gagt act caa
gcgt caacac
aaacgttctt
t aacccactc
t gagcaaaaa
t gaat act ca
at gagcggat
tttccccgaa
gcacgacagg
gt gat aat gg

gcat cgt ggt
caaggcgagt
cgatcgtt gt
ataattctct
ccaagtcatt
gggat aat ac
cggggcgaaa
gt gcacccaa
caggaaggca
tactcttcct
acatatttga
aagt gccacc
ttcctagtaa
ttgcatgtc

gt cacgct cg
t acat gat cc
cagaagt aag
tactgtcatg
ct gagaat ag
cgcgccacat
act ct caagg
ctgatcttca
aaat gccgca
ttttcaat at
atgtatttag
t gacgt cacc
at at ct aaca

tcgtttggta
cccat gtt gt
ttggccgcag
ccatccgt aa
t gt at gcggc
agcagaact t
atcttaccgce
gcatctttta
aaaaagggaa
tattgaagca
aaaaat aaac
at t cgat ggt

ccgt gcgt gt



